	
	Fmr1
	SPN
	Mean
	SEM
	N
	n
	Two-way ANOVA
	Multiple comparison
(Tukey's test)

	
	
	
	
	
	
	
	Fmr1
	SPN
	Interaction
	

	
	
	
	
	
	
	
	F (DFn, DFd); p-value
	p-value

	AMPAR oEPSC(pA*ms)
	WT
	D1
	23376
	7996
	6
	7
	8.994
(1, 20)
0.0071
	7.815
(1, 20)
0.0112
	5.365
(1, 20)
0.0313
	WT D1 VS WT D2
0.9862

KO D1 VS KO D2
0.0086

WT D1 VS KO D1
0.9620

WT D2 VS KO D2
0.0062

	
	
	D2
	30095
	8891
	6
	7
	
	
	
	

	
	KO
	D1
	32950
	6249
	6
	9
	
	
	
	

	
	
	D2
	104630
	24587
	6
	9
	
	
	
	

	NMDAR oEPSC(pA*ms)
	WT
	D1
	181443
	31933
	6
	7
	19.49
(1, 20)
0.0003
	4.762
(1, 20)
0.0412
	12.72
(1, 20)
0.0019
	WT D1 VS WT D2
0.7626

KO D1 VS KO D2
0.0031

WT D1 VS KO D1
0.9309

WT D2 VS KO D2
<0.0001

	
	
	D2
	106465
	34644
	6
	7
	
	
	
	

	
	KO
	D1
	227361
	32802
	6
	9
	
	
	
	

	
	
	D2
	538614
	91805
	6
	9
	
	
	
	

	AMPAR/NMDAR
	WT
	D1
	7.590
	2.971
	6
	7
	0.2738
(1, 20)
0.6065
	8.954
(1, 20)
0.0072
	2.211
(1, 20)
0.1526
	WT D1 VS WT D2
0.0231

KO D1 VS KO D2
0.7144

WT D1 VS KO D1
0.5012

WT D2 VS KO D2
0.9029

	
	
	D2
	10.480
	3.828
	6
	7
	
	
	
	

	
	KO
	D1
	2.923
	0.955
	6
	9
	
	
	
	

	
	
	D2
	1.823
	4.153
	6
	9
	
	
	
	



Table 4-1. Comparison of AMPAR current, NMDAR current, and AMPAR/NMDAR ratios in the BLASPNs pathways across different genotypes and SPN subtypes. oEPSCs = optically-evoked excitatory postsynaptic currents recorded in whole-cell patch clamp at +40 mV. Data are presented as mean ± SEM. “N” and “n” are the number of mice and the number of cells per group, respectively.

