	Spike probability-Depolarization slope relationship
	Extra sum-of-squares
 F test
F (DFn, DFd); p-value

	
	
	

	WT D1
	WT D2
	169.8 (1, 85); <0.0001
	

	Half-Max
	Half-Max CI
	N
	n
	Half-Max
	Half-Max CI
	N
	n
	
	

	7.593
	7.141 to 8.004
	6
	8
	2.606
	2.169 to 3.011
	5
	8
	
	

	 
	

	KO D1
	KO D2
	0.3694 (1, 96); 0.5448
	

	Half-Max
	Half-Max CI
	N
	n
	Half-Max
	Half-Max CI
	N
	n
	
	

	1.796
	1.111 to 2.547
	6
	6
	2.071
	1.565 to 2.674
	6
	8
	
	

	 
	

	WT D1
	KO D1
	94.80 (1, 98); <0.0001
	

	Half-Max
	Half-Max CI
	N
	n
	Half-Max
	Half-Max CI
	N
	n
	
	

	7.593
	7.141 to 8.004
	6
	8
	1.796
	1.111 to 2.547
	6
	6
	
	

	 
	 
	 
	 
	 
	 
	 
	 
	

	WT D2
	KO D2
	2.181 (1, 83); 0.1435 
	

	Half-Max
	Half-Max CI
	N
	n
	Half-Max
	Half-Max CI
	N
	n
	
	

	2.606
	2.169 to 3.011
	5
	8
	2.071
	1.565 to 2.674
	6
	8
	
	



Table 5-1. Comparison of the half-maximal fitting curves of the spike probability-depolarization slope relationship in the BLASPNs pathway across different genotypes and SPN subtypes. Data are presented as half-maximal of the fitting curves (Half-Max) ± CI. “N” and “n” are the number of mice and the number of cells per group, respectively.

